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Mechanism of miR-1182 regulating human telomerase reverse transcriptase in

gastric cancer cells and its effect on cell migration capability
Zhang Dan” | Hao Ningbo* , Tang Bo, Lyu Muhan, Xie rui, Hu ChangJiang, Wang Sumin, Yang Shiming (Department
of Gastroenterology, Xingiao Hospital, Third Military Medical University, Chongging, 400037, China)

[ Abstract | Objective To investigate the mechanism of miR-1182 regulating human telomerase reverse
transcriptase (hTERT) in gastric cancer cells and to study the effect of miR-1182 on the migration capability of
gastric cancer cells. Methods MKN28 gastiric cancer cells were transfected with miR-1182 mimics. Quantita-
tive RT-PCR was used to test the level of miR-1182, and Western blot analysis to detect the expression of
hTERT. Bioinformatic analysis was carried out to predict the possible binding sites of miR-1182 to hTERT
mRNA. Dual-luciferase assay was adopted to analyze the mechanism of miR-1182 acting on hTERT. Transwell
migration assay was used to analyze cell migration ability. Results The results of quantitative RT-PCR indica-
ted that the relative expression of miR-1182 in the miR-1182 mimics treatment group was higher than that in the
control group (10.168 +2.645 vs 1.008 +0. 167, P <0.01). Western blot results suggested that over-expres-
sion of miR-1182 could inhibit the expression of hTERT. Dual-luciferase assay results suggested that miR-1182
bond to the open reading frame (ORF) of hTERT, with ORF-1 as the main target site. In Transwell migration
assay, the cells passing through the membrane were 23.333 +4.509 in visual field in the miR-1182 mimics
treatment group and 71.000 = 4. 582 in the control group. The migration ability of the cells in the miR-1182
mimics treatment group was significantly lower than that in the control group (P <0.01). Conclusion MiR-
1182 down-regulates hTERT expression by binding to its ORF, and also inhibits the migration capability of
gastric cancer cells.
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PN BHAT & (3£ [H Promega A1) ) , 3 K PSR miRNA
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Report (744 2 pMIR-Glo-hTERT-ORF-1 . pMIR-Glo-hTERT-ORF-
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miR-1182 3' cagUGUAGGGALGG-GUUCUGGGAY 5'

Tt rrstrrntl
hTERT-ORF1 5' gogllAACCTTCCTCAGGACCCTy 3!
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11 (NN RN RN
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UTR EA454 6877, {0 miR-1182 Rfigil i 3’ UTRs 5%
i hTERT {1 215", 7B 4 miR-1182 %+ hTERT & 75
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ORF X B A 45568 )1, # T ok, FATH hTERT ORF
XA E WG B2, P ORF X AEAE BG4S Al RE 1
miR-1182 (K45 & 7 5. 3 3 X% i 55 56 56 UE
miR-1182 fEME 5 H (1) — /M7 55 (ORF-1) 54, IF H
B G AR LUR , R S 2R i 52 55 4iE 55 miR-1182
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fiTAH, miR-1182 AT YR — AN 2L N, A B lcoh B
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